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INTRODUCTION RESULTS

Measles Virus (MeV) is a highly infectious respiratory pathogen and causes The LOD for both the pan-Measles and vaccine strain targets was established at 1.0 x 10" copies/pL. Clinical samples were spiked at 3x the LOD of wild-type
systemic infections, especially in immunocompromised and unvaccinated Measles virus, and the observed detection rates were 100% across all specimen types—nasopharyngeal swabs, cough sputum, and oropharyngeal swabs—with
populations. The Measles outbreak in 2025 was the highest in the last 25 95% confidence intervals (Cl) of 91.2%-100%. For clinical samples spiked with 3x the LOD of the Measles vaccine strain, all specimen types again showed 100%
years'. Multiplex PCR testing, due to its high specificity, sensitivity and detection, with a 95% CI of 83.9%-100%. No cross-reactivity was observed from background pathogens present in the clinical matrix, and none of the 18

rapid turnaround of results can play a key role in early and accurate substances tested showed any interference with assay performance. The assay demonstrated 100% discrimination between MeV wild-type and vaccine strains.

detection of measles which becomes crucial due to the syndromic nature

Table 2. Substances added to sample to test for interference.
No interference was observed in respect to these substances.

Table 1. Pathogens present in samples screened for cross-reactivity. No
cross-reactivity was observed in respect to these targets.
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PrimeStore® MTM (Longhorn Diagnhostics, Bethesda, MD) PCR reactions
were performed using the QuantStudio™ 5 Real-Time PCR System
(ThermoFisher Scientific) with TagMan® chemistry.

Table 3. Detection rate of Measles virus — wild type strain and Measles virus — vaccine strain in nasopharyngeal, oropharynx, and cough sputum
swabs on the multiplex RT-PCR assay.

Nasopharyngeal/Nares 100% (95% Cl:91.2%-100%)
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26 Measles virus - Wild Type Oropharynx/Throat 100% (95% Cl: 91.2%-100%)
N - / Measles Pan Assay Cough Sputum 100% (95% Cl:91.2%-100%)
R*=0.9737

Nasopharyngeal/Nares 100% (95% CI: 83.9%-100%)

Measles virus — Vaccine Strain Oropharynx/Throat 100% (95% CI: 83.9%-100%)
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Cough Sputum 100% (95% CI: 83.9%-100%)
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Figure 3. The Limit of Detection (LOD) for Measles Virus Wild Type Strain . The LOD for the Measles Virus Wild
Type Strain LOD was 10" copies/pL.

CONCLUSIONS

In light of the recent and most severe measles outbreak in the United States since 2000, the availability of a rapid diagnhostic test capable of distinguishing between wild-type
infections and vaccine-related events is critical for effective outbreak surveillance and timely clinical intervention.
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Figure 1. Study design
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